Fig. 5 A 'proteome chip’ composed of
6,566 protein samples representing
5,800 unique proteins, which are spot-
ted in duplicate on a single nickel-
coated glass microscope slide®®. The
immobilized GST fusion proteins were
detected using a labeled antibody
against GST.

Cy5 Anti-GST Cy3 Streptavidin

Fig. 1. Yeast protein microarray. On the left, a yeast protein microarray
probed with anti-GST antibody followed by probing with Cy3-conjugated
anti-rabbit antibody. The relative level of the prnted GST-fused proteins can
be determined. On the right, the same microarray probed Cy3-conjugated
streptavidin, which recognizes the biotinylated control proteins printed on
the slide.
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Table 1 Antibodies tested on yeast protein microarray

Antibody Approo. amount of protein Source Immunagen Antibody type Antibody Mumber of proteins with
on array (pg) of epitope concentration signal’background =2.0

Ynl02 1W-Hdal 0.3 Yeast Peptide? & Polyclonal®® 0.8 8

¥irl 13W-Hogl 0.4 Yeast Peptides0 a2 Palyclonal-t 0.8 2

Yjl164C-Tpkl 1.2 Yeast Peptide? a2 Palyclonal®® 0.8 g

Til030W-Mad2 2.3 Yeast Peptige20 a-. Palyclonal®-® 0.8 1

YIr229C-Cdcd2 5.2 Yeast Peptide0 a2 Palyclonal® 0.1 1

Ypr1200-ClbS ND Yeast Peptide a8 Palyclonal®-b 0.1 1

¥jr076C-Cde11 2.2 Yeast Proteint-+15aa. Polyclonal® 0.04 7

Ykr0480-Nap1 7.2 Yeast Proteinl—417 aa. Palyclonal® 0.02 1,770

Ypr183W-Sed3 13.3 Yeast Probein@ioselic domain Monoclonal? 2.0 1

YellB7C-Coxd 0.9 Yeast Protein: Monoclonal® 2.0 1

YorD36W-Pep12 4.4 Yeast ProteinC teminus Monoclonald 2.0 4

HA - Influenza Peptidel2 #2. Monoclonal? 1.0 0

MY - Human Protein Monoclonal? 1.0 0

FLAG - Synthetic Peptide Monoclonald 2.4 0

The amount of each protein on the array and the number of proteins recognized by each antibady was determined as described in Methods,

aG0at IgG isotype. Affinity purified. “Rabbat 16 rsotype. ‘Mouse g6 isotype. a.a., amino acids: ND, not detected,
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Figure 2. Analysis of anti-Hdal binding

to the yeast proteome microarray.

(a) Western blot analysis of proteins
detected with the anti-Hdal antibody on the
yeast proteome microarray. (b) Sequence
alignment of the Hdal immunogenic peptide
with best matches from each of the cross-
reacting proteins. The immunogenic peptide
is underlined in the Hdal sequence. The
eight-amino-acid window with highest
maximal sequence identity between all
cross-reacting proteins is shown in bold. *,
C terminus. (c) Peptide inhibition of anti-
Hdal binding on the yeast proteome
microarray. Images on the left are from an
array that was probed with the anti-Hdal
antibody alone. Images in the middle are
from an array that was probed in the
presence of the Hdal immunizing peptide.
Images on the right are from an array that
was probed in the presence of a peptide
with an unrelated sequence.
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Fla.1.  Achemkalgenetk screen forsmall malecules that modulate rapamycin’s antiproliferathee effect In yeast. (4§ Schematics ofthe screen. Compoundswere
transterred from Il brary plates to assay plates (contalning growth medium, rapamycin, and yeast cells) by using 384-pin arrays. SMER, small-molecule enhancers
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Diose-respanse curves for SMIRS Inwild-type (rapamycin-sensithve EGY48) cells Incculated In YPDA contalning 100Nk rapamycin. (E) Minimal concentrations of
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Yeast Array Probed with Biotin
Tagged Drug

SMIR = Small Molecule Inhibitor of rapamyacin









Serine Hydrolase Activity of Secreted
Proteins



Serine Hydrolase Activity of Membrane
Proteins



Cluster Analysis of Serine Hydrolase Activity Profiles
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